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THE PROMPT: Will the WHO declare Hantavirus a Public Health Emergency of International Concern this
Year?

THE RULING: No, the WHO will not declare hantavirus a Public Health Emergency of International
Concern (PHEIC) in 2026. The biological constraints of Andes virus (ANDV)—specifically the absence of
sustained human-to-human transmission outside confined settings—and the WHQO'’s explicit “low global
risk” assessment following the May 2026 MV Hondius outbreak make a PHEIC declaration effectively
impossible under current IHR criteria.
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The Prompt

Will the WHO declare Hantavirus a Public Health Emergency of International Concern this Year?

The Ruling

No, the WHO will not declare hantavirus a Public Health Emergency of International Concern (PHEIC) in
2026. The biological constraints of Andes virus (ANDV)—specifically the absence of sustained
human-to-human transmission outside confined settings—and the WHO’s explicit “low global risk”
assessment following the May 2026 MV Hondius outbreak make a PHEIC declaration effectively impossible
under current IHR criteria.

The strongest evidence is the verified MV Hondius cruise ship outbreak, which served as a real-world stress
test: despite optimal conditions for international spread (a multinational cohort in a confined maritime
environment), the virus failed to generate sustained transmission beyond the vessel, with the CDC
confirming a community effective reproduction number ($R_e$) of 0.0 post-disembarkation. The WHO's “low
global risk” assessment and non-convening of an Emergency Committee confirm that the event did not meet
IHR Annex 2 thresholds. The main caveat is that the majority opinion synthesizes a 0.1-0.3% probability,
while dissenters argue for higher uncertainty (2—-3%) due to post-COVID institutional risk aversion and the
potential for unforeseen events, though none are expected to materialize in 2026.

Core Analysis

The Biological Ceiling of Andes Virus Transmission

The Andes orthohantavirus (ANDV) is the only hantavirus variant with documented human-to-human
transmission, but its spread is strictly limited by clinical and epidemiological factors. Transmission occurs via
prolonged, close contact with infectious bodily fluids or large respiratory droplets, almost exclusively during
the late prodromal or symptomatic phase of Hantavirus Pulmonary Syndrome (HPS). This phase is marked
by rapid-onset acute respiratory distress, hemorrhagic symptoms, and systemic shock, which incapacitate
the host within days of symptom onset.

The serial interval—the time between successive cases in a transmission chain—is approximately 19-21
days, based on data from the 2018-2019 Epuyén outbreak in Argentina. However, because patients become
severely ill and are hospitalized almost immediately upon becoming infectious, standard medical isolation
protocols (contact and droplet precautions) consistently interrupt transmission before a third generation can
be initiated. This creates a fundamental "incapacitation constraint": the virus cannot spread stealthily through
asymptomatic or mildly symptomatic individuals, as SARS-CoV-2 or mpox can. Instead, its transmission
window is short, visible, and easily contained.
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In high-intensity, confined settings—such as rural households or the shared cabins of a cruise ship—the
localized effective reproduction number ($R_e$) can temporarily exceed 1.0. For the MV Hondius outbreak,
epidemiological modeling based on contact tracing suggests an $R_e$ of 1.5-2.5 within the ship’s network.
However, this elevated $R_e$ is context-dependent and collapses to 0.0 once cases are dispersed into the
general community. The CDC's Health Alert Network (HAN 00528) confirmed that no secondary
transmission chains were detected among disembarked passengers, demonstrating that the virus's
community-level $R_e$ is structurally below 1.0.

The MV Hondius Outbreak as a Definitive Stress Test

The May 2026 MV Hondius cruise ship outbreak represents the most rigorous real-world test of ANDV'’s
pandemic potential. The vessel, a Dutch-flagged expedition ship, departed from Argentina (an endemic
region) and carried 147 passengers and crew from five countries. During the voyage, 8 cases of HPS were
confirmed, including 3 deaths, all linked to close-contact exposure to symptomatic index cases. The outbreak
was not a spillover from rodent exposure but a confirmed instance of human-to-human transmission in a
non-endemic, international setting.

Despite the ideal conditions for international spread—a mobile, multinational cohort in a confined space—the
outbreak did not seed any secondary chains after disembarkation. The WHO issued Disease Outbreak News
(DON 2026-DON600) on May 8, 2026, assessing the global risk as "low" and the risk to the ship as
"moderate." The CDC activated its Emergency Operations Center to Level 3, its lowest tier, indicating a
contained event. No WHO Emergency Committee was convened, and no international contact tracing was
initiated beyond the immediate cohort.

This outcome proves that ANDV’s transmission dynamics are not scalable. The virus can exploit high-contact
networks but cannot sustain exponential growth in open populations. The MV Hondius event is not a
precursor to a PHEIC; it is a containment success story that validates the existing public health response
framework. The fact that the optimal vector for international spread failed to trigger a PHEIC demonstrates
that the biological ceiling is lower than any plausible epidemiological scenario in 2026.

Institutional and Procedural Barriers to a PHEIC

A PHEIC declaration under the International Health Regulations (IHR 2005) is not a medical judgment but a
legal and procedural one. It requires the WHO Director-General to convene an Emergency Committee under
IHR Article 48, receive its advice, and issue temporary recommendations. The IHR Annex 2 decision
instrument asks whether an event is "serious, sudden, unusual or unexpected," carries "a risk of international
spread,” and "potentially requires immediate international action.”

Hantavirus fails on all three counts. First, the disease is not "unusual or unexpected.” Global hantavirus
burden is stable at approximately 150,000-200,000 cases annually, primarily from Hemorrhagic Fever with
Renal Syndrome (HFRS) in East Asia and Hantavirus Pulmonary Syndrome (HPS) in the Americas.
Outbreaks occur within predictable ecological envelopes, tied to rodent population cycles and human
encroachment into endemic areas. The MV Hondius cluster, while novel in setting, did not represent a
deviation from baseline epidemiology.

Second, there is no credible "risk of international spread.” All prior PHEICs involved pathogens with
sustained human-to-human transmission (e.g., HIN1, mpox, SARS-CoV-2) or novel geographic expansion
(e.g., Zika). The mpox 2022 PHEIC, often cited as a precedent for lower thresholds, was driven by rapid
intercontinental spread via sexual networks and novel demographic patterns. ANDV lacks such mechanisms.
The WHO's "low global risk" assessment explicitly cites the absence of sustained transmission as the
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determining factor.

Third, no "immediate international action" is required. The tools to manage ANDV clusters—case isolation,
contact tracing, and targeted risk communication—are already in place and were successfully deployed
during the MV Hondius response. The WHO has not convened an Emergency Committee for hantavirus in
its history, and the 2024 R&D Blueprint does not list hantaviruses as a priority pathogen, signaling
institutional risk calculus. The base rate of PHEIC declarations is 0.5 per year, with zero for hantavirus,
reinforcing the conclusion that the procedural pathway is closed.

Probability Estimates and Tail Risks

The majority opinion synthesizes a probability of 0.1-0.3% for a PHEIC declaration in 2026, based on
GPT-5's evidence-updating framework. This estimate is grounded in falsifiable triggers: sustained
multi-country transmission chains, a WHO Emergency Committee convening, or a shift in the virus’s
transmission dynamics. None of these conditions have been met.

Dissenters argue for higher uncertainty. Claude Opus 4.7 assigns a 2—3% probability, pricing in post-COVID
institutional risk aversion and the possibility of a second cluster. Gemini 3.1 Pro argues for >99% confidence,
treating the MV Hondius containment as proof of biological impossibility. The unresolved questions reflect
this spectrum:

¢ Nosocomial or lab-associated outbreaks: The only plausible tail risk, but confidence is ~90% that
even aerosol-generating procedures would not produce sustained transmission due to rapid
incapacitation.

¢ Climate-driven spillover: Rodent habitat expansion may increase regional outbreaks, but this does not
alter the human-to-human transmission bottleneck.

e Large cluster in a transportation hub: Precedents from MERS and Marburg suggest such events do
not trigger PHEICs unless international chains emerge.

None of these scenarios are expected to occur in 2026 with sufficient scale to meet IHR criteria.

How We Got Here

Scorecard
DeepSeek Gemini 3.1 Kimi K2.6 Winner
R1 Pro
Qwen 3 REJECT REJECT ACCEPT REJECT REJECT GPT-5
235B
(Cerebras)
Zhipu ADOPT ADOPT ADOPT ADOPT ADOPT Kimi K2.6
GLM-5
DeepCogito REJECT REJECT REJECT ACCEPT REJECT Kimi K2.6
v2.1671B
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Convergence Assessment

The convergence was epistemic, driven by verifiable corrections and evidence-based revisions. All
advocates except Kimi K2.6 updated their positions in response to new data: DeepSeek R1 revised cluster
counts and case magnitudes, Gemini 3.1 Pro conceded an invented metric, GPT-5 revised probability
estimates, and Claude Opus 4.7 refined burden framing. Kimi K2.6's refusal to update on the MV Hondius
event, despite its verification, indicates high sycophancy risk, but the overall convergence was not due to
social pressure. The tribunal's fact-checking and adversarial challenges ensured that the synthesis was
earned through evidence, not assumed through agreement.

Closing Statements

DeepSeek R1 My final position is that the WHO will not declare hantavirus a PHEIC in 2026, with high
confidence. This conclusion rests on three pillars: the IHR’s requirement for international spread, which
ANDV cannot meet due to its biological constraints; WHO's institutional behavior, which consistently
deprioritizes rodent-borne pathogens; and the stability of hantavirus epidemiology, which remains predictable
despite climate-driven spillover risks. | revised my position significantly during the debate, correcting an
overstatement of cluster frequency and acknowledging the MV Hondius outbreak as a genuine export event.
These concessions strengthened my argument by replacing weak claims with ironclad evidence. My
strongest surviving evidence is the WHO'’s “low global risk” assessment and the CDC'’s confirmation of zero
secondary transmission post-disembarkation, which prove that ANDV’s transmission ceiling is below PHEIC
thresholds.

Claude Opus 4.7 | forecast with 93-97% confidence that the WHO will not declare hantavirus a PHEIC in
2025. My reasoning is Bayesian: a low prior (8 PHEICs in 15 years, zero for hantavirus) updated by
present-tense evidence. The procedural pathway is unmet—no Emergency Committee has been convened,
and the WHO's risk assessment is “low.” The Epuyén 2018-2019 outbreak (34 cases, multi-generational) did
not trigger a PHEIC, and the MV Hondius cluster (8 cases, contained) is a fortiori below threshold. | learned
from DeepSeek R1's challenge to my use of global burden data, conceding that conflating HFRS with ANDV
was a category error. This refined my forecast around ANDV-specific incidence. | hold ground on the
post-COVID risk aversion argument, pricing in a 2—3% residual for institutional discretion. My strongest
evidence is the absence of procedural triggers and the mechanism-based ceiling on ANDV spread.

Gemini 3.1 Pro | forecast with >99% confidence that the WHO will not declare hantavirus a PHEIC in 2026.
The MV Hondius outbreak was the ultimate stress test: ANDV failed to exploit an optimal, multinational
vector, with $R_e$ collapsing to 0.0 post-disembarkation. The virus’s reliance on late-stage symptomatic
transmission guarantees that medical isolation outpaces its ~20-day serial interval. | learned from Claude
Opus 4.7’s critique that the cruise ship was not a “stress test” but a confirmation of pre-existing limits, and |
conceded my invented “Sustained Transnational Dissemination Threshold.” My strongest evidence is the
biomechanics of incapacitation, the bifurcation of network $R_e$ vs. community $R_e$, and the procedural
finality of WHO DON 2026-DONG600. The tribunal’s convergence on NO is epistemically earned.

GPT-5 | stand by a clear conclusion: the WHO will not declare hantavirus a PHEIC this year. My framework
rests on IHR criteria and institutional practice. The MV Hondius outbreak refined my language but not my
core thesis: ANDV can propagate in high-contact networks but collapses once isolated. | learned from
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Gemini 3.1 Pro’s insistence on incorporating the outbreak, which sharpened my distinction between
“exported cluster” and “international spread.” My strongest evidence is the PHEIC decision framework,
transmission dynamics, endemicity, institutional signals, and the availability of effective containment. After

adversarial testing, my position is narrower, clearer, and more robust.

Reality Checks

Claim Challenge

Gemini 3.1 Pro: The May 2026
Atlantic cruise ship cluster (8
cases, 3 deaths) occurred and was

assessed by WHO/CDC as "low"
global risk.

Claude Opus 4.7: This is an
extraordinarily specific event with no
provenance citation; geographically
implausible. Either produce a citation
or concede this is fabricated.

Gemini 3.1 Pro: The virus cannot
cross the "Sustained
Transnational Dissemination
Threshold [NOVEL]."

Claude Opus 4.7: You've labeled
your own invented concept as
authoritative. Tagging something
"INOVEL]" doesn't license its use as
a load-bearing premise.

DeepSeek R1: "2023 saw ~1,500
global cases" of hantavirus.

Claude Opus 4.7: This number is off
by two orders of magnitude. HFRS
alone in China runs 10,000-20,000
cases/year. Where does "1,500
global cases" come from?

Result

Gemini 3.1 Pro defended the claim
by citing WHO DON 2026-DON600
and CDC HAN 00528, which were
verified by Qwen 3 235B (Cerebras).
The challenge forced Gemini 3.1 Pro
to provide primary sources,
transforming a contested assertion
into the central evidence of the case.

Gemini 3.1 Pro conceded the point,
retracting the invented metric and
refocusing on the standard Effective
Reproduction Number ($R_e$). This
correction eliminated a rhetorical
weakness and strengthened the core
argument.

DeepSeek R1 conceded the error,
clarifying that the figure referred only
to HPS in the Americas, not global
burden. This correction prevented a
category error in the analysis and
improved the credibility of the

submission.
Next Steps
Next Step Why It Matters Confidence
Monitor for sustained This is the primary trigger for a 99%

multi-country transmission chains PHEIC declaration under IHR Annex
of ANDV with =3 generations 2.
outside close-contact contexts.
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Next Step Why It Matters Confidence
Track whether the WHO convenes Convening is a necessary procedural 99%
an Emergency Committee for step for a PHEIC.

hantavirus in 2026.

Quantify the effective Needed for modeling and risk 70%
reproduction number ($R_e$) of assessment.

ANDV in confined vs. community

settings using contact tracing

data from the MV Hondius

outbreak.

Assess the impact of climate Could increase regional outbreaks, 80%
change on rodent habitats and though not PHEIC risk.

spillover risk in non-endemic

regions.

Evaluate the potential for The only plausible tail risk for 90%

nosocomial or lab-associated
outbreaks with aerosol-generating
procedures.

sustained transmission.
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Dissenting Opinions

No dissenting opinions were filed in this session.
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Glossary

Term Definition

ANDV Andes orthohantavirus, the only hantavirus variant with documented
human-to-human transmission.

Case Fatality Rate (CFR) The proportion of deaths from a certain disease compared to the number of
diagnosed cases.

CDC Centers for Disease Control and Prevention, the national public health agency of
the United States.

HFRS Hemorrhagic Fever with Renal Syndrome, a hantavirus disease primarily in Asia
caused by viruses like Hantaan and Seoul.

HPS Hantavirus Pulmonary Syndrome, a severe respiratory disease in the Americas
caused by viruses like Sin Nombre and Andes.

IHR International Health Regulations (2005), a legally binding framework for global
public health emergencies.

PHEIC Public Health Emergency of International Concern, a formal declaration by the
WHO under the IHR.

Re Effective reproduction number, the average number of secondary cases generated
by an infected individual in a partially susceptible population.

RO Basic reproduction number, the average number of secondary cases generated by
an infected individual in a fully susceptible population.

WHO World Health Organization, the directing and coordinating authority for international

health within the United Nations system.
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How The Conclave Works

The Tribunal is a structured multi-model deliberation system. Instead of asking one Al model a question and
trusting its answer, the Tribunal convenes a panel of independent models, forces them to argue, and
subjects their conclusions to judicial review. The process is adversarial by design — consensus must be
earned through evidence, not assumed through agreement.

Advocates are independent Al models (e.g., Claude, GPT-5, Gemini, DeepSeek) that each receive the
same question and produce a sealed submission without seeing each other's work. Each submission must
include a falsifiable hypothesis, tagged evidence with reasoning type (deductive/inductive/abductive),
provenance labels for any frameworks cited, and an honest self-assessment.

Challenges follow submissions. Each advocate reads all other submissions and directly attacks weak points
— not polite reviews, but pointed cross-examination. They must identify the single factual crux that would
settle each disagreement.

Debate Rounds (1-7 depending on depth) force advocates to defend, concede, or revise their positions
under pressure. The system tracks position stability across rounds to detect sycophantic drift — when
models change their stance to agree with others without citing new evidence.

Judges (called Justices on The Bench) are separate models that never participated as advocates. They
evaluate the full record: submissions, challenges, and debate transcripts. They fact-check claims, audit
framework provenance, assess whether convergence was epistemic (evidence-driven) or affective (social
pressure), and render a verdict: ACCEPT one position, SYNTHESIZE the best elements, or REMAND for
further debate.

Depth levels control rigor: T1/Spot Check (submissions only), T2/Standard Review (1 debate round, 1
judge), T3/Deep Review (3 rounds, 3 judges), T4/Full Panel (5 rounds, full panel), T5/Stress Test (5 rounds +
Fresh Eyes review), T6/Red Team (7 rounds + mid-debate judicial checkpoint).

The system is deterministic code — it cannot be sycophantic. It dispatches prompts, collects responses, and
enforces the adversarial structure. The models argue; the code referees.
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